ANNOUNCEMENT {#s1}
============

Urinary tract infection (UTI) is a serious public health concern ([@B1]). The most common etiologic agent of UTI is uropathogenic Escherichia coli (UPEC) ([@B1], [@B2]). The lifetime incidence rate of UTI in women is \>60% ([@B3]). Approximately 50% of UTIs in postmenopausal women develop into recurrent UTI (rUTI), defined as ≥2 UTIs within 6 months or ≥3 UTIs within 12 months ([@B4][@B5][@B6]).

UPEC strains from postmenopausal women with rUTI are understudied. The availability of complete genomes enables analysis of the mobile genetic elements and resistance genes that complicate the management of rUTI and may inform new treatment strategies. We report the complete genomes of seven UPEC strains ([Table 1](#tab1){ref-type="table"}) isolated from the urine of consenting postmenopausal women meeting criteria for uncomplicated rUTI as part of an institutional review board (IRB)-approved study (STU 032016-006, MR 17-120) ([@B7]).

###### 

Accession numbers, assembly parameters, and isolate characteristics of seven uropathogenic Escherichia coli isolates from postmenopausal women with rUTI

  Strain                                                          BioSample accession no.                                               SRA accession no.[^*a*^](#ngtab1.1){ref-type="table-fn"}        Total no. of reads   *N*~50~ (bp)   Read depth (×)                                              MLST[^*b*^](#ngtab1.2){ref-type="table-fn"}                 GenBank accession no.                                       Type of contig (circular)   Total length (bp)   GC content (%)                  No. of CDSs[^*c*^](#ngtab1.3){ref-type="table-fn"}   Plasmid replicon(s)
  --------------------------------------------------------------- --------------------------------------------------------------------- --------------------------------------------------------------- -------------------- -------------- ----------------------------------------------------------- ----------------------------------------------------------- ----------------------------------------------------------- --------------------------- ------------------- ------------------------------- ---------------------------------------------------- -------------------------------------------
  EcPF5                                                           [SAMN15075992](https://www.ncbi.nlm.nih.gov/biosample/SAMN15075992)   [SRX8452297](https://www.ncbi.nlm.nih.gov/sra/SRX8452297) (O)   270,764              8,643          273                                                         73                                                          [CP054236](https://www.ncbi.nlm.nih.gov/nuccore/CP054236)   Chromosome                  5,147,412           50.4                            4,747                                                NA[^*d*^](#ngtab1.4){ref-type="table-fn"}
  [SRX8452051](https://www.ncbi.nlm.nih.gov/sra/SRX8452051) (I)   2,717,378                                                                                                                             75                                  [CP054237](https://www.ncbi.nlm.nih.gov/nuccore/CP054237)   Plasmid                                                     131,660                                                     52.5                        147                 IncFIA, IncFIB, IncFII, IncQ1                                                        
                                                                                                                                                                                                                                            [CP054238](https://www.ncbi.nlm.nih.gov/nuccore/CP054238)   Plasmid                                                     1,546                                                       51.5                        2                   Col(MG828)                                                                           
  EcPF7                                                           [SAMN15075993](https://www.ncbi.nlm.nih.gov/biosample/SAMN15075993)   [SRX8452298](https://www.ncbi.nlm.nih.gov/sra/SRX8452298) (O)   261,756              3,872          122                                                         2279                                                        [CP054232](https://www.ncbi.nlm.nih.gov/nuccore/CP054232)   Chromosome                  4,996,527           50.7                            4,685                                                NA
  [SRX8452052](https://www.ncbi.nlm.nih.gov/sra/SRX8452052) (I)   2,614,770                                                                                                                             74                                  [CP054233](https://www.ncbi.nlm.nih.gov/nuccore/CP054233)   Plasmid                                                     129,632                                                     51.5                        158                 IncFIB, IncFII, Col156                                                               
                                                                                                                                                                                                                                            [CP054234](https://www.ncbi.nlm.nih.gov/nuccore/CP054234)   Plasmid                                                     4,072                                                       51.5                        3                   Unknown                                                                              
                                                                                                                                                                                                                                            [CP054235](https://www.ncbi.nlm.nih.gov/nuccore/CP054235)   Plasmid                                                     1,551                                                       51.1                        1                   Col(MG828)                                                                           
  EcPF14                                                          [SAMN15075994](https://www.ncbi.nlm.nih.gov/biosample/SAMN15075994)   [SRX8452299](https://www.ncbi.nlm.nih.gov/sra/SRX8452299) (O)   526,610              4,967          338                                                         73                                                          [CP054230](https://www.ncbi.nlm.nih.gov/nuccore/CP054230)   Chromosome                  5,129,852           50.5                            4,725                                                NA
                                                                  [SRX8452053](https://www.ncbi.nlm.nih.gov/sra/SRX8452053) (I)         2,914,068                                                                            83                                                                         [CP054231](https://www.ncbi.nlm.nih.gov/nuccore/CP054231)   Plasmid                                                     7,154                       48.6                9                               Unknown                                              
  EcPF15                                                          [SAMN15075995](https://www.ncbi.nlm.nih.gov/biosample/SAMN15075995)   [SRX8452300](https://www.ncbi.nlm.nih.gov/sra/SRX8452300) (O)   122,027              17,034         250                                                         394                                                         [CP054227](https://www.ncbi.nlm.nih.gov/nuccore/CP054227)   Chromosome                  4,796,742           50.5                            4,342                                                NA
                                                                                                                                        [SRX8452054](https://www.ncbi.nlm.nih.gov/sra/SRX8452054) (I)   2,373,392                           70                                                                                                                      [CP054228](https://www.ncbi.nlm.nih.gov/nuccore/CP054228)   Plasmid                     135,461             48.6                            133                                                  IncFIB, IncFII
                                                                                                                                                                                                                                                                                                                                                                    [CP054229](https://www.ncbi.nlm.nih.gov/nuccore/CP054229)   Plasmid                     6,431               42.6                            6                                                    Col(pHAD28)
  EcPF16                                                          [SAMN15075996](https://www.ncbi.nlm.nih.gov/biosample/SAMN15075996)   [SRX8452301](https://www.ncbi.nlm.nih.gov/sra/SRX8452301) (O)   390,622              4,192          197                                                         216                                                         [CP054224](https://www.ncbi.nlm.nih.gov/nuccore/CP054224)   Chromosome                  4,721,932           51.0                            4,430                                                NA
                                                                                                                                        [SRX8452055](https://www.ncbi.nlm.nih.gov/sra/SRX8452055) (I)   8,965,752                           231                                                                                                                     [CP054225](https://www.ncbi.nlm.nih.gov/nuccore/CP054225)   Plasmid                     123,935             50.5                            130                                                  IncFIA, IncFIB
                                                                                                                                                                                                                                                                                                                                                                    [CP054226](https://www.ncbi.nlm.nih.gov/nuccore/CP054226)   Plasmid                     5,658               43.4                            7                                                    Col(pHAD28)
  EcPF18                                                          [SAMN15075997](https://www.ncbi.nlm.nih.gov/biosample/SAMN15075997)   [SRX8452302](https://www.ncbi.nlm.nih.gov/sra/SRX8452302) (O)   196,886              7,168          161                                                         131                                                         [CP054219](https://www.ncbi.nlm.nih.gov/nuccore/CP054219)   Chromosome                  5,010,549           50.7                            4,679                                                NA
                                                                                                                                        [SRX8452056](https://www.ncbi.nlm.nih.gov/sra/SRX8452056) (I)   12,568,424                          310                                                                                                                     [CP054220](https://www.ncbi.nlm.nih.gov/nuccore/CP054220)   Plasmid                     128,954             50.9                            146                                                  IncFIA, IncFIB, IncFII, Col156
                                                                                                                                                                                                                                                                                                                                                                    [CP054221](https://www.ncbi.nlm.nih.gov/nuccore/CP054221)   Plasmid                     86,740              50.1                            96                                                   IncI1-I(Gamma)
                                                                                                                                                                                                                                                                                                                                                                    [CP054222](https://www.ncbi.nlm.nih.gov/nuccore/CP054222)   Plasmid                     5,167               47.5                            6                                                    Col156
                                                                                                                                                                                                                                                                                                                                                                    [CP054223](https://www.ncbi.nlm.nih.gov/nuccore/CP054223)   Plasmid                     1,506               50.2                            2                                                    Col(MG828)
  EcPF40                                                          [SAMN15075998](https://www.ncbi.nlm.nih.gov/biosample/SAMN15075998)   [SRX8452303](https://www.ncbi.nlm.nih.gov/sra/SRX8452303) (O)   426,633              5,656          315                                                         1193                                                        [CP054214](https://www.ncbi.nlm.nih.gov/nuccore/CP054214)   Chromosome                  5,025,664           50.6                            4,704                                                NA
                                                                                                                                        [SRX8452057](https://www.ncbi.nlm.nih.gov/sra/SRX8452057) (I)   2,296,172                           64                                                                                                                      [CP054215](https://www.ncbi.nlm.nih.gov/nuccore/CP054215)   Plasmid                     89,178              52.6                            106                                                  IncFIA, IncFIB, IncQ1
                                                                                                                                                                                                                                                                                                                                                                    [CP054216](https://www.ncbi.nlm.nih.gov/nuccore/CP054216)   Plasmid                     88,657              50.2                            102                                                  IncI(Gamma)
                                                                                                                                                                                                                                                                                                                                                                    [CP054217](https://www.ncbi.nlm.nih.gov/nuccore/CP054217)   Plasmid                     5,167               47.5                            6                                                    Col156
                                                                                                                                                                                                                                                                                                                                                                    [CP054218](https://www.ncbi.nlm.nih.gov/nuccore/CP054218)   Plasmid                     2,113               47.1                            2                                                    Col(BS512)
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The technology used is shown in parentheses. O, ONT; I, Illumina.

MLST, multilocus sequence type.

CDSs, coding sequences.

NA, not applicable.

Clean-catch midstream urine was collected from seven subjects and plated onto CHROMagar Orientation (BD) and blood agar media. After overnight incubation at 37°C, well-isolated single colonies were picked for species identification by Sanger sequencing of the 16S rRNA gene and a nonredundant/nucleotide (nr/nt) database query using MegaBLAST (BLAST v2.10.0) ([@B7], [@B8]). Identified UPEC isolates were grown in brain heart infusion broth overnight at 37°C, and genomic DNA was extracted using a DNeasy blood and tissue kit (Qiagen).

The genomic DNA, assessed by the 260/280-nm absorbance ratio and agarose gel electrophoresis, was sequenced using Illumina and Oxford Nanopore (ONT) technologies. Illumina library preparation and sequencing were performed using the Nextera DNA Flex library prep kit and the NextSeq 500 system (300 cycles) to generate 2 × 150-bp paired-end reads. ONT libraries were prepared using the ligation sequencing kit (SQK-LSK109) and barcode expansion kit 1-12 (EXP-NBD104); then, they were sequenced on the MinION instrument using R9 FLO-MIN106 flow cells. Live fast base calling, demultiplexing, and barcode trimming were performed using ONT MinKNOW software.

Illumina reads were quality assessed and trimmed using CLC Genomics Workbench v12.0.3 trimming reads with a Phred score below 20. Reads of \<15 bp were discarded. ONT reads were assessed for quality using NanoStats v1.2.0 ([@B9]) and trimmed using NanoFilt v2.6.0 ([@B9]) to retain reads with a Phred score above 7 and length greater than 200 bp ([Table 1](#tab1){ref-type="table"}).

Hybrid assemblies of Illumina and ONT reads were completed using the Unicycler v0.4.8 pipeline (SPAdes v3.13.0, Racon v1.4.10, and Pilon v1.23) at default parameters ([@B10][@B11][@B13]). Assembly of all the isolates generated complete, circular chromosome and plasmid contigs. Genomes were rotated to the starting base of the *dnaA* or *repA* gene, if found. The hybrid assembly quality was assessed using QUAST v5.0.2 ([@B14]). Genome completeness was evaluated using Bandage v0.8.1 ([@B15]) and BUSCO v1 ([@B16]) with bacteria ortholog set on the gVolante server v1.2.1 ([@B17]). Coverage of core genes was 100% for all genomes. Annotation was performed using NCBI Prokaryotic Genome Annotation Pipeline v4.11 with default parameters ([@B18], [@B19]). The GC content and number of coding sequences were determined with Geneious Prime v2020.0.5. Multilocus sequence typing was performed using MLST v2.0 (<http://www.genomicepidemiology.org/>) with Escherichia coli configuration 1 ([@B20]). Plasmid replicons were identified with PlasmidFinder v2.1 ([@B21], [@B22]) with 90% identity and 60% minimum coverage cutoffs. Nearly all strains contained incompatibility plasmids of 88 kb to 131 kb and Col plasmids of 1.5 kb to 6.4 kb. ([Table 1](#tab1){ref-type="table"}).

Hybrid assembly enabled the complete resolution of chromosome and plasmid sequences. These data provide insight into the plasmids harbored by diverse rUTI UPEC strains isolated from postmenopausal women.

Data availability. {#s1.1}
------------------

The complete sequences were deposited in GenBank under BioProject accession number [PRJNA636382](https://www.ncbi.nlm.nih.gov/bioproject/PRJNA636382). The BioSample and SRA accession numbers for each isolate can be found in [Table 1](#tab1){ref-type="table"}.
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